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Figure 3 
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Figure 4 
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Figure 5 
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Imp/OstA - SEQ ID No 1 

Predicted extracellular loops are indicated in bold 

LARLFSLKPLVLALGLCFGTHCAAADAVAAEETDNPTAGESVRSVSEPIQPTSLSLGSTC 60 

LFCSNESGS PERTEAAVQGSGEAS I PEDYTRI VADRMEGQSQVQVRAEGNVVVERNRTTL 12 0 

NTDWADYDQSGDTVTAGDRFALQQDGTLIRGETLTYNLEQQTGEAH3WRMEIEQGGRRLQ 18 0 

SVSRTAEMLGEGHYKLTETQFNTCSAGDAGWYVKAASVEADREKGIGVAKHAAFVFGGVP 24 0 

IFYTPWADFPLDGNRKSGLLVPSLSAGSDGVSLSVPYYFNLAPNLDATFAPSVIGERGAV 3 0 0 

FDGQVRYLRPDYAGQSDLTWLPHDKKSGRNNRYQAKWQHRHDISDTLQAGVDFNQVSDSG 3 60 

YYRDFYGNKEIAG1STVNLNRRVWLDYGGRAAGGSLNAGLSVLKYQTLANQSGYKDKPYALM 42 0 

PRLSVEWRKNTGRAQIGVSAQFTRFSHDSRQDGSRLWYPDIKWDFSNSWGYVRPKLGLH 4 8 0 

ATYYSLNRFGSQEARRVSRTLPIVNIDSGATFERNTRMFGGEVLQTLEPRLFYNYIPAKS 54 0 

QNDLPNFDSSESSFGYGQLFRENLYYGNDRINTANSLSAAVQSRILDGATGEERFRAGIG 60 0 

QKFYFKDDAVMLDGSVGKKPRNRSDWVAFASGSIGSRFILDSSIHYNQNDKRAENYAVGA 660 

SYRPAQGKVLNARYKYGRNEKIYLKSDGSYFYDKLSQLDLSAQWPLTRNLSAWRYNYGF 72 0 

EAKKP IEVLAGAE YKS S CGCWGAGVYAQRYVTGENTYKNAVFFS LQLKDLS S VGRNPADR 78 0 
MD VAVPGY I TAH S L S AGRNKR P 8 02 
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LARLFSLKPLVLALGFCFGTHCAAADAVAAEETDNPTAGGSVRSVSEPIQPTSLSLGSTC 60 
L ARL F S LKP LVL ALGL C FGTHC AAAD AVAAE E TDN P T AGE S VRS V S E P I Q P T S L S L GS T C 6 0 
MARLFSLKPLVLALGFCFGTHCAAADAVAAEETDNPTAGGSVRSVSEPIQPTSLSLGSTC 6 0 
.**************.*********************** ******************** 
LFCSNESGSPERTEAAVRGSGEASIPEDYTRIVADKVEGQSQVQVRAEGNVVVERNRTTL 12 0 
LFCSNESGSPERTEAAVQGSGEASIPEDYTRIVADRMEGQSQVQVRAEGNVWERNRTTL 12 0 
LFCSNESGSPERTEAAVQGSGEASIPEDYTRIVADRMEGQSQVQVRAEGNWVERNRTTL 12 0 
*****************.*****************::********************** 
NTDWADYDQSGDTVTAGDRFALQQDGTLIRGETLTYNLEQQTGEAHNVRMETEHGGRRLQ 180 
NTDWADYDQSGDTVTAGDRFALQQDGTLI RGETLTYNLEQQTGEAHNVRME I EQGGRRLQ 180 
NADWADYDQSGDTVTAGDRFALQQDGTLIRGETLTYNLEQQTGEAHNVRMETEHGGRRLQ 18 0 
*.************************************************* *:****** 
SVSRTAEMLGEGHYKLTETQFNTCSAGDAGWYVKAASVEADREKGIGVAKHAAFVFGGVP 24 0 
S VS RT AEMLGE GH Y KLTE TQ FNT C S AGD AGW YVKAAS VE ADRE KG I GVAKHAAF VFGGVP 24 0 
SVSRTAEMLGEGHYKLTETQFNTCSAGDAGWYVKAASVEADREKGIGVAKHAAFVFGGVP 24 0 
************************************************************ 
IFYTPWADFPLDGNRKSGLLVPSLSAGSDGVSLSVPYYFNLAPNLDATFAPSVIGERGAV 3 0 0 
I FYTPWADFPLDGNRKSGLLVPSLSAGSDGVSLSVPYYFNLAPNLDATFAPSVIGERGAV 3 00 
I FYTPWADFPLDGNRKSGLLVPSLSAGSDGVSLSVP YYFNLAPNLDATFAPGVI GERGAV 3 00 
***************************************************.******** 
FDGQ VR YLRPD YAGQ SDL T WL PHD KKS GRNNR YQ AKWQHRHD I SDTLQAGVDFNQVSDSG 360 
FDGQVRYLRPDYAGQSDLTWLPHDKKSGRNNRYQAKWQHRHDI SDTLQAGVDFNQVSDSG 3 60 
FDGQVRYLRPDYAGQSDLTWLPHDKKSGRNNRYQAKWQHRHD I SDTLQAGVDFNQVSDSG 3 6 0 
************************************************************ 
YYRDF YGNKE I AGNVNLNRRVWLD YGGRAAGGS LNAGLS VLKYQTLANQ S GYKDKP YALM 42 0 
YYRDFYGNKE I AGNVNLNRRVWLDYGGRAAGGS LNAGLS VLKYQTLANQSGYKDKPYALM 42 0 
YYRDFYGNKE I AGNVNLNRRVWLD YGGRAAGGS LNAGLS VLKYQTLANQSGYKDKPYALM 42 0 
************************************************************ 
PRLSADWRKNTGRAQIGVSAQFTRFSHDSRQDGSRLWYPDIKWDFSNSWGYVRPKLGLH 48 0 
PRLSVEWRKNTGRAQIGVSAQFTRFSHDSRQDGSRLWYPDIKWDFSNSWGYVRPKLGLH 4 8 0 
PRLSADWRKNTGRAQIGVSAQFTRFSHDSRQDGSRLWYPDIKWDFSNSWGYVRPKLGLH 4 8 0 
****.****************************************************** 
ATYYSLNRFGSQEARRVSRTLPIVNIDSGATFERNTRMFGGGVLQTLEPRLFYNYIPAKS 54 0 
ATYYSLNRFGSQEARRVSRTLPI VNIDSGATFERNTRMFGGEVLQTLEPRLFYNYI PAKS 54 0 
ATYYSLNRFGSQEARRVSRTLPIVNIDSGMTFERNTRMFGGGVLQTLEPRLFYNYIPAKS 54 0 
***************************** *********** ****************** 

QNDLPNFDSSESSFGYGQLFRENLYYGNDRINTANSLSAAVQSRILDGATGEERFRAGIG 60 0 
QNDLPNFDSSESSFGYGQLFRENLYYGNDRINTANSLSAAVQSRILDGATGEERFRAGIG 60 0 
QNDLPNFDSSESSFGYGQLFRENLYYGNDRINTANSLSAAVQSRILDGATGEERFRAGIG 600 
************************************************************ 
Q KF Y F KDD AVMLD GS VGKKPRNRS DWVAF AS GS I GSR F I LD S S I H YNQND KRAEN Y AVGA 6 60 
QKFYFKDDAVMLDGSVGKKPRNRSDWVAFASGSIGSRFILDSSIHYNQNDKRAENYAVGA 660 
QKFYFKNDAVMLDGSVGKKPRSRSDWVAFASSGIGSRFILDSSIHYNQNDKRAENYAVGA 66 0 
******.***********************_*************************** 
SYRPAQGKVLNARYKYGRNEKI YLKSDGSYFYDKLSQLDLSAQWPLTRNLSAWRYNYGF 72 0 
SYRPAQGKVLNARYKYGRNEKI YLKSDGSYFYDKLSQLDLSAQWPLTRNLSAWRYNYGF 72 0 
SYRPAQGKVLNARYKYGRNEKI YLKSDGSYFYDKLSQLDLSAQWPLTRNLSAWRYNYGF 72 0 
************************************************************ 

EAKKP I EMLAGAE YKS S CGCWGAGVYAQRYVTGENTYKNAVFFS LQLKDLS S VGRNPADR 780 
E AKKP I EVLAGAEYKS S CGCWGAGVYAQRYVTGENT YKNAVFFS LQLKDLS S VGRNPADR 78 0 
EAKKP I EVLAGAE YKS SCGCWGAGVYAQRYVTGENTYKNAVFFSLQLKDLSS VGRNPADR 78 0 

*******.**************************************************** 

MDVAVPGYI PAHSLSAGRNKRP 802 
MDVAV P G Y I T AH S L S AGRNKR P 802 
MDVAVPGYI PAHSLSAGRNKRP 8 02 
********* ************ 
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Figure 9 
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Figure 1 1 
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Figure 13 
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A 

MIEKLTFGLFKKEDARSFMRLMAYVRPYKIRIVAALIAIFGVAATESYLAAFIAPLINHG 
FSAPAAPPELSAAAGIISTLQNWREQFTYMVWGTENKIWTVPLFLIILWIRGICRFTST 
YLMTWVSVMTISKIRKDMFAKMLTLSSRYHQETPSGTVLMNMLNLTEQSVSNASDIFTVL 
TRDTMIVTGLTIVLLYLNWQLSLIWLMFPLLSLLSRYYRDRLKHVISDSQKSIGTMNNV 
IAETHQGHRWKLFNGQAQAANRFDAVNRTIVRLSKKITQATAAHSPFSELIASIALAW 
IFIALWQSQNGYTTIGEFMAFIVAMLQMYAPIKSLANISIPMQTMFLAADGVCAFLDTPP 
EQDKGTLAPQRVEGRISFRNVDVEYRSDGIKAIiDNFNLDIRQGERVALVGRSGSGKSTW 
NLLPRFVEPSAGNICIDGIDIADIKLDCLRAQFALVSQDVFLFDDTLFENVRYSRPDAGE 
AEVLFALQTANLQSLIDSSPLGLHQPIGSNGSNLSGGQRQRVAIARAIIjKDAPIIiliLDEA 
TSALDNESERLVQQALERLMENRTGIIVAHRLTTIEGADRIIVMDDGKIIEQGTHEQLMS 
QNGYYTMLRNI SNKDAAVRTA 

B 

MLAWRPGRPDGCQAAGGRRYNPGHDGIKASVSLNSAARMAPAGSQPVKAELWKRVYSRVGSYWKGLVLA 
VLLMAGAAATQ 

PTLAVIMKPLLDDGFSGAKPHYWFLPLAWGLILLRGI^ 
LPDADFKRGDT 

GRLLNRFTIDAGWTGYATDVITVLVRETLWIALIGVLLYMSWALTLIILVMLPVSVGIARAFTRRLR 
RINRETVNMNA 

ELTRWSEGIDGQRVIKLFDGYDAERRRFDFVNSRLRRFAMRSATADAALTPLTQVCISVAVGAVIAVA 
LSQANSGALTV 

GS FAS FMAALAQ IFDPI KRLTNL AGKMQKML VAAE S VFTLVDQT PE AD AGTRAL PE P VRGKVE FRAVS H 
RFPDADRDTVS 

AVSFLVEPGQTVALVGRSGSGKTTLVNMLPRFVLPDGGDILFDDVPIQDLTLRSLRSHDSLVSQDWLF 
DDT I AANVGYG 

AGGTVDDARVRDALAAANLLEFVDGLPLGIHTPVGQNAARLSGGQRQRLAIARAIiIKNAPVLILDEATS 
ALDMESERQVQ 

ASLERLMRGRTTLVIAHRLSTVQNADRIIVLDAGKIVEHGPHSELLAANGLYASLYNMQFRED 
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atgatagaaaaactgactttcggactgtttaaaaaagaagacgcgcgcagctttatgcgc 
ctgatggcgtacgtccgcccctacaaaatccgcatcgttgccgccctgattgccattttc 
ggcgttgccgccaccgaaagctaccttgccgccttcatcgcccccctgattaaccacggc 
ttttccgcacctgccgcgccgcccgagctgtctgccgccgccggcatcatttccaccctg 
caaaactggcgcgaacagtttacctatatggtttgggggacggaaaacaaaatctggacc 
gtcccgctcttcctcatcatcctcgtcgtcatccgtggcatctgccgctttaccagcacc 
tatctgatgacttgggtctccgtgatgaccatcagcaaaatccgcaaagatatgtttgcc 
aaaatgctgaccctttcctcccgctaccatcaggaaacgccgtccggcaccgtactgatg 
aatatgctcaacctgaccgaacagtcggtcagcaacgccagcgacatcttcaccgtcctc 
acgcgcgacacgatgatcgttaccggcctgaccatcgtcctgctttacctcaactggcag 
ctcagcctcatcgtcgtcctgatgttccccctgctctccctgctctcgcgctactaccgc 
gaccgtctgaaacacgtcatttccgactcgcaaaaaagcataggcacgatgaacaacgtg 
attgccgaaacccatcagggacaccgcgtcgtcaagctgttcaacgggcaggcgcaggcg 
gcaaaccggttcgacgcggtcaaccgcaccatcgtccgcctcagcaaaaaaatcacgcag 
gcaacggcggcacattccccgttcagcgaactgatcgcctcgatcgccctcgccgtcgtc 
atcttcatcgccctgtggcaaagccaaaacggctacaccaccatcggcgaatttatggca 
ttcatcgtcgcgatgctgcaaatgtacgcccccatcaaaagccttgccaacatcagcatc 
cctatgcagacgatgttcctcgccgccgacggtgtatgtgcatttctcgacaccccgccc 
gaacaggacaagggcacgctcgcaccgcagcgtgtcgaagggcgcatcagcttccgcaac 
gtcgatgtcgaataccgttcagacggcatcaaagccctcgacaacttcaacctcgacatc 
agacaaggcgaacgcgtcgccctggtcggacgttccggcagcggcaaatccaccgtcgtc 
aacctgctgccccgctttgtcgaaccgtctgccggcaacatctgcatagacggtatcgac 
atcgccgacatcaaactcgactgcctgcgcgcccaattcgccctcgtctcccaagacgta 
ttcctgtttgacgacaccctgtttgaaaacgtccgatacagccgtcccgacgcgggcgaa 
gccgaagtcctgttcgccctccaaaccgccaacctgcaaagcctgattgacagctccccg 
ctcggactgcaccagcccatcggatcgaacggcagcaacttatccggcggacagcggcaa 
cgcgtcgccattgcccgcgccattttgaaagacgcgccgatattattattggacgaagcc 
accagcgcattagacaacgaatccgaacgcctcgtccaacaggcgctcgaacgcctgatg 
gaaaaccgcaccggcatcatcgtcgcccaccgcctgaccaccatcgaaggggccgaccgc 
atcatcgtgatggacgacggcaaaatcatcgaacaaggcacacacgaacaactgatgtcc 
caaaacggttactacacgatgttacgcaatatctcaaacaaagatgccgccgtccggacg 
gcataa 

Figure 15 A 
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atgctggcgtggcggccgggtcggccggacggttgtcaggcggcgggtggccgacggtacaatcccggg 
cacgattgtat 

taaagcgagtgtttccttgaattctgccgcacgcaatgcgcccgccggctcccagccggtcaaggccga 
actctggaagc 

gggtctacagccgcgtaggctcttactggaaggggctggtgctggccgtcctgctgatggccggcgccg 
ccgcgacccag 

cccacgctggcagtcatcatgaagccgctgctcgacgatggcttctcgggcgccaagccgcattatgtc 
tggttcctgcc 

gctggcggtggtggggctgatcctgctgcgcggaatctgcaatttcttcagcgactacctgctggcctg 
ggtggccaaca 

acgtgctgcgcggcatccggggcgagatgttcgagcggctgctgggcctgcccgatgccgacttcaagc 
gcggcgacacc 

ggccgcctgctcaaccgcttcaccatcgacgcgggcaacgtcaccggctacgccaccgacgtcatcacg 
gtgctggtgcg 

cgaaaccctggtcgtcatcgccctgatcggcgtgctgctgtacatgtcgtgggcgctgacgctgatcat 
cctcgtcatgc 

tgccggtgtcggtgggcatcgcccgcgccttcacgcgccggctgcgccgcatcaaccgcgaaaccgtca 
acatgaacgcc 

gagctcacccgcgtggtcagcgagggcatcgacgggcagcgtgtcatcaagctgttcgacggctatgac 
gccgagcgccg 

ccgtttcgacttcgtcaactcgcgcctgcgccgcttcgcgatgcgcagcgccaccgccgacgcggcgct 
cacgccgctca 

cgcaggtgtgcatctcggtcgccgtgggcgcggtcatcgccgtggccctcagccaggccaacagcggcg 
cgctcaccgtc 

ggcagcttcgcctcgttcatggccgcgctggcgcagatcttcgatccgatcaagcgcctgaccaacctg 
gccggcaaaat 

gcagaaaatgctggtggccgccgaaagcgtgttcaccctggtggaccagacgcccgaggccgacgccgg 
cacgcgcgcct 

tgcccgaaccggtgcgcggcaaggtcgaattccgtgcggtcagccatcgcttcccggacgccgatcgcg 
ataccgtcagc 

gccgtgtcgttcctggtcgagccgggccagaccgtggccctggtcggacgctcgggcagcggcaagacc 
actctggtcaa 

catgctgccgcgctttgtcctgcccgatggcggcgacatcctgttcgacgatgtgcccatccaggatct 
caccttgcgca 

gcctgcgctcgcatctgtcgctggtcagccaggacgtggtgctgttcgacgacaccattgccgccaacg 
tgggttatggc 

gccggcggcaccgtcgacgacgcgcgcgttcgcgacgcgctggccgcggccaacctgctggagttcgtc 
gacggcttgcc 

gctgggcatccacacgccggtgggccagaatgccgcccgcctgtcgggcggccagcgccagcgcctggc 
gatcgcccgcg 

ccctgatcaagaacgcgccggtcctgatcctcgacgaggcgacctcggcgctggacaacgaatccgagc 
gccaggtgcag 

gcatcgctggagcggctgatgcgcgggcgcaccacgctggtcatcgcccaccggctgtccaccgtgcag 
aacgccgaccg 

catcatcgtgctggacgccggcaagatcgtcgagcacgggccgcacagcgagctgttggccgccaacgg 
cctgtacgcct 

cgctctacaacatgcagttccgcgaggactga 

Figure 15 B 
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